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...THE 
TION? 


WHY IS 
MOST IM 






Extraordinary claim requires 
extraordinary proof. 






A microscopic particle, which has never been seen, 
emerged out of nowhere, spread around the world, 
and caused the worst disease in 100 years! 


What can be asserted 
without evidence 










can be 
dismissed without evidence. 


HITCHENS' RAZOR 





Logical Fallacies 















Informal 
An informal fallacy refers to an argument whose proposed conclusion is not supported by the 


premises. This creates an unpersuasive or unsatisfying conclusion. 
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False Cause & False Attribution’ False Dilemma: 


E 
AL 


Logical Fallacies 


Logical Fallacies / Ad Hominem 


Cen Ad Hominem 





The ad hominem attack is a logical fallacy associated with trying to undermine the opponent's 
arguments by personal attacks, through attacking their character or skill level, etc. The ad 
hominem attack uses an accepted fact about a person to undermine their credibility despite the 


lack of causal connection between the two parts of the argument. 


Example of Ad Hominem 
e Bill claims that this was an accident, but we know Bill to be a liar, so we can't take his 
word for it. 


Even though Bill may be a liar, his character does not automatically make anything he says untrue. 


٠ Susan is an avid hunter, therefor she cannot possibly support gun control. 


Being a hunter is used as a negative characteristic to make a conclusion which could very well be untrue. Susan 


could support a variety of gun control elgislation. 


“It can be proven that most claimed 
research findings are false.” 


John P. A. loannidis 





factors that influence this problem and 


some corollaries thereof. 


Modeling the Framework for False 
Positive Findings 

Several methodologists have 

pointed out [9-11] that the high 

rate of nonreplication (lack of 
confirmation) of research discoveries 
is a consequence of the convenient, 
yet ill-founded strategy of claiming 
conclusive research findings solely on 
the basis of a single study assessed by 
formal statistical significance, typically 
for a p-value less than 0.05. Research 
is not most appropriately represented 








is characteristic of the field and can 
vary a lot depending on whether the 
field targets highly likely relationships 
or searches for only one or a few 

true relationships among thousands 
and millions of hypotheses that may 

be postulated. Let us also consider, 

for computational simplicity, 
circumscribed fields where either there 
is only one true relationship (among 
many that can be hypothesized) or 

the power is similar to find any of the 
several existing true relationships. The 
pre-study probability of a relationship 
being true is R/(R + 1). The probability 
of a study finding a true relationship 
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Research Findings 





Virology Research 
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QUARANTINE 
COVID-19 


Why Is It 5o Important??? 


1. Itis the truth. 
2. All other claims based upon existence of virus 
1. PCR tests 
2. Mortality 
3. Vaccine 
4. Quarantine measures 


3. Other issues are 





confusing / confounding e.g. mortality 
4. The true cause of disease cannot be known 


5. False narratives e.g. weaponized virus 





| Is Theres eally. A Novel + \ 
Coronavirus? 
Thel ISOLE LON question 








Proper Virus Isolation / Purification 
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Proper Control Experiment 
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“Virus Isolation" Cell Culture 


* Foreign cell 
culture 

e Starvation 
diet 

u11202539 fotosearch © | e Antibiotics 


e Fetal calf 


serum 








Lanka Control Experiment 


* Foreign cell 
culture 

e Starvation 
diet 

* Antibiotics 

e Fetal calf 


serum 





Lanka Control Experiment 


B. Passage 6 - Expansion, Set 1, RNA harvest 


Healthy stocks before 
changing CM to 
experimental conditions 
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If no virus 


exists ... 
H 


Des‏ ان 





There is no known structure or 
composition. e.g. spike protein 

There is no known genetic sequence. 
There are no genetic variants or mutations. 
There is no way to develop a test. 


There is no way to demonstrate a cause of a 
disease. 








THE IN SILICO GENOME AND 
THEANEW PARADIGM OF 
GENETIC VIROLOGY 





What is DNA? 


* DNA is the genetic material in our bodies 
* [tis said that our DNA code makes us human 
* The code is in the sequence 
of 4 bases: 

— Adenosine, A 

— Cytosine, € 

— Guanine, G 

— Thymine, T 





What is DNAP 


* The Central Dogma of Biology: 
— DNA 2 RNA > Proteins 


° Each 3 letters code for an amino acid, the 


building blocks of proteins 


tRNA released 
after amino 
acid removed polypeptide 
chain 
The translation process incorporates 20 different amino acids 
in the precise sequence dictated by the three-base codons 
built from and alphabet of four bases. The process in the ribosome 
builds the polypeptide chains tha will become proteins. 





tRNA from the 
cytosol, carrying 
amino acids. 


Anticodon 


Amino 
acid 














* The genome is the entire code of an organism 


* [n humans, there are 23 strands of DNA called 
chromosomes. The entire sequence of all the 
chromosomes, end to end, is the human genome. 


How to Seguence 
a Genome: 





Actual Human 
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HUMAN CHROMOSOMES 





GTCCGCCTAGCGACTGCGTGTACGACGTTACGACTACTGCATGACGCGTACTAGCTAGCATCG 
ACACTCATCGACTCGCCTCTGCCGTATATATAGCGCTCTCTCTCTTTTTTTATATAGAGAGCT 
TCGTGTGGGGTATCAGATCGCATACTGATCGTTCTACGCGATGCAACGCTGCATTGATGAAAA 
ATCAGACTGCTACGTACGACGATCGATTTCTCTGACATCTGAATATGGTCGCGCGCTATGCTA 
CCCGCATATACGTATCGACATCTCTGCGCCGCGATATAATATCCAGACTCTGCTGACATAACG 
ATATACTACGATGACCGATGATCTAGACTAGCTACAGACGCACTGAAGAGCGCGCTCTATACG 
ATCTATATCTGCATGCTACGACACGTCACGCTATATGCTGCTATGCAGCCGTCACTAGCGCAA 
CGCACTGATGACTAACGCGCTACTGCGCTACTGACTCACTATGCGCGCCGCGCCGTGGGGATA 
TACGCTGATCGTACGCGCGCATATCGCGGATCTGCGCTCATATCGCATCGCTATCTACGCATA 
TACCAGATCATGCCGTAATAGTACTATGATTATAATCGCTACAGCTAAAAGCTCGATCAGATC 
GATAAGACTTATTACGAAGGCGCGTAATATCGTAGCAAACTCTATGATTAGCAGGGTCGATAT 
ACGATCAATGAATGATACTAATTATAACTAATACTCGCGATATCGCGATCCGCGCTACACTTA 
CGCCACGTATCTATATCGACGCGATATTTCGATACGAGAAAGTCAGTAGCGCGTATCGGGATT 
ACACGTACATATATACTAACTGACTAATGACTAGCGACTACTGACCTACTAGCTAGCACTATT 
TATCATACTGACACTACTCATCAGTCACGACGACATCATTCTAGTGTGTGATGATATGCTATA 
GCTACOTACGACACTCTATCTACGATCGCTAGCTACGTCGTTATGCTACTCTGCGTTTTACTA 
ACTGCGTACACGTACTGACATACTACTCATTACTGACTACTGACTGAATGCCGCGCTAATGCT 
CTGACGATATGATATGATTTGAATTTGGGGGTGTATCATGATGATATGAAATATGACTACTGA 
ACAATCGATCGATCGACCTGACTAGCTAGCTAGCATGACGCGCTAGCGATGCGCATGCCGATA 
GTCCACATGCATGCATCAACTATACTATCATGATCGTACGCCCGCGCGTTTCGCCGATGATGC 
ATGCATGCATGCATACTACTACTGCATGCATACTGCATGACGGGGTGCATGATCGATCATCAT 
GCAGTACCTCAGTACTGCATTTTGCATGCTGACTGCATGCATGACTGCATGCATGATGATGCA 
TACGTCTGACTGCGTACTGACAAGGTGCATGCCCACTGACTGACTACTGATGATGAGAGGGGA 
TCGATTGATCGACTGATCGTCGATCGATGCATTGCAGTACTTCATACTAAAGCGCGTCGCATA 
CTGACTGATGAGCTAGCACGTACGGGATCGTGTAGCTAGATATGCTAGCTACGGCGATCGATC 
AATATATCGAGAGTCAGTGCGATATATACGCGATAACAGCGGGGCTCTCTCGAGAGAGCTCTT 
ATATACGCGCGCGATCAGTCTACTACTCCCACTAGCTACAAACGATCACTCGCGCCGCGGATA 





Is this ituses? 
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How tos 





Next Generation Sequencing 


Clinical samples 
| Homogenization | 
Ultracentrifugation | Low-speed et | | 


Density gradient) Nuclease digestion S0 
| : 2 w 7 


: | Pure virus particles E 


Extraction 


Viral nucleic acids (DNA/RNA) | 


Random (sequence-independent) 
amplification, e.g., SISPA, VIDISCA, 
RCA, TUVID-VM, efc. 


Random library preparation and 
sequencing on NGS platform 


Data collection, storage, 
processing and analysis 


Virus discovery | 





This purification step is not 
done with SARS-Co V-2! 


Source of the RNA is 
unknown. 


Amplifies everything in the 
sample 


Alignment 


“Theoretical Virus” discovery 


First and original SARS-CoV-2 genome reported 





Article 


A new coronavirus associated with human 
respiratory disease in China 
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ll Le Emerging infectious diseases, such as severe acute respiratory syndrome (SARS) and 
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METHODS 


. Lung fluid taken from only ONE “suspected case" 


2. RNA is extracted — includes all sources of RNA 


(human, microbial) 


. RNA Library is constructed 

. Next Generation Sequencing 

1. Only short strands! (150 bases) 
. Many sequences are "trimmed" 

. Total sequences (reads) = 


56,565,928 ` 
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A SIGNET CLASSIC 
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Which is correct? Let's see! 
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Assembly of 
Contigs 


* Longest contig (30,474) chosen! 
* 89.1% similar to bat SARS-like CV isolate sequence 
* Claimed whole genome 29,903 bases long 


٠ What happened to the other 571 bases? 
* Assembled from 123,613 reads 


Assembly of Contigs 


* How did they know which reads were correct? 


* How do they know this genome is real? 


Contig 1 


BAC clones or -—  — 
sequence reads === a Fr 


Physical map or 
assembled sequence 





Tropical 
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Bontrast ` ` 


Thick peel 


Came to Europe 
from India 
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Sented of diversity: 
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Oranges Apples 


Real Genome In silico Genome 


1. Comes from intact, isolated, 1. 
and characterized organism 


2. Can be reproduced without 2. 
error 


3. Represents actual code, Í. 
actual organism 


Comes from a mixture of 
unknown sources 


Cannot reproduce without 
error, false mutations 


Represents theoretical code, 
theoretical organism 


VARIANTS ... 
What are they? 





Phylogeny 
GISAID Clade ^ 
a c^ 
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Branch leading to 
Botswana/CV1807054/2021 


Nucleotide mutations: G542A, 
A6841G, C7108T, C9693T, 
G10642A, G11083T, C18559T, 
T20529A, C22477T +3 more 
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THE JOURNAL 


of 
— Variants are simply 
the inability to 
reproduce or validate 


SELECTED PAPERS 


the original results! 





What is an mRNA vaccine? 


Place zn silico virus gene into ready made platform 


mRNA vaccine ^ * Vaccine 


UTER EE | delivered mRNA released 
SARS-CoV-2 virus TRIER a5 injection Æ Into cell 
o NN I 


Host cell 


mRNA used 
to make viral 
proteins 


mRNA is made with 
instructions to make 
viral proteins 


j i ^. » 
, immune response 





Recipe for E 
_ Disaster 


Pandemic Virus 
Recipes 





* First Generation 
— Proof of new virus: *virus 1solation" 
— Vaccine: toxic tissue culture filtrate 
— FDA approval: 210 years 
* Next (covid) Generation 
— Proof of new virus: “zn silico genome" 
— Vaccine: “viral gene” in delivery vehicle (pre-made) 


— FDA EUA: <1 year 


Oumar 


* A genome is the full code of an organism 





e Ån 17 silico genome IS a theoretical construct 


* The new paradigm of virus pandemic creation: 
— Mimic the symptoms of another disease 
— Perform tissue culture “isolation” (soon obsolete) 
— Create an m silico genome 
— PCR test based on above 


— Manufacture gene therapy “vaccine” 
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